ABSTRACT We report here the complete annotated genome sequence of ⌽GP100, a lytic bacteriophage of the Podoviridae family. ⌽GP100 was isolated from rhizosphere soil in Switzerland and infects specifically strains of Pseudomonas protegens that are known for their plant-beneficial activities. Phage ⌽GP100 has a 50,547-bp genome with 76 predicted open reading frames.
our unpublished data). Phages can be considered a major driving force influencing microbial diversity in soil (12) , and the ecological study of this phage-Pseudomonas model may thus lead, in a larger perspective, to an improved understanding of phage-bacterium interactions in complex environments such as the rhizosphere.
Accession number(s).
The complete genome sequence of ⌽GP100 was deposited at the European Nucleotide Archive as BioProject ID PRJEB24648, sample ERS2161702. The assembled genome sequence was deposited at DDBJ/EMBL/GenBank under the accession number LT986460.
